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MATCH Provides A Novel Platform for T cell Inmunotherapy

Bispecific T-cell engager (BiTE) Multi-Antigen T Cell Hybridizers (MATCH)
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The Rapid, High-fidelity Heterodimerization of Two-Components in MATCH
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MATCH Opens A New Avenue to Personalized Medicine for MM 4

BCMA CD33 ECs, BCMA CD38 SLAMF7
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MATCH-mediated cytotoxicity on variable MM Cells (T:B 1:1, 24 h)
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Evaluate the Efficacy and Safety of MATCH in A Preclinical Model 5
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Explore the Translational Potential of MATCH Therapy

(1) Bone marrow sample

><: MM patients
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(2) MNCs isolation
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(3) Ex vivo MATCH treatments
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(4) Flow cytometry analysis
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» Different patients
exhibited varied

responses to MATCH.

» Trispecific MATCH offers
a solution to the challenge
of tumor heterogeneity.
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% Cells

Explore the Translational Potential of MATCH Therapy (ctd)

Immune Composition
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The response is influenced by both the CD8/CD4* T
cell ratio and the effector-to-target (E: T) cell ratio.
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Cytoxicity
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Overcome T cell Exhaustion
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« MATCH can induce cell death in restimulation cycle;
« Combination with anti-PD-1 Ab slows down the T cell exhaustion
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Final Remarks and Conclusion

Cellular level In vivo humanized mouse model Ex vivo patient-derived sample

1) Degranulation: Granzymes,
perforin, and cylpklnes release
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